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Note from the Editors
It came to our attention that Figure 3A, published in the Way & Means article by Fitzgerald et al. in the March issue of
Structure, was incomplete. In particular, it did not provide the identification of the protein bands presented in the SDS
PAGE gel, nor are the identity of the protein(s) that formed the crystals shown. The authors responded to our request for
this additional information (below). Although the revised legend now identifies the protein bands as being from the yeast
Isw1b chromatin remodeling complex, subcomplexes, and variants therein, we are disappointed that the authors still
did not reveal the identity of the complex that produced the crystals. As a matter of editorial policy, we feel strongly that
this information should have been included in the original publication and regret that we did not ensure its inclusion.
Figure 3. Rapid Multiprotein Permutation by Recombination
(3A) The selection shown are wild-type yeast Isw1b chromatin remodeling complex (SDS gel lane 1), subcomplexes, and truncation variants (lanes
2-10). Genes (colored bars in schematic) are encoding for the following proteins: Isw1p wild-type (blue 1) and truncation variant (blue 2), Ioc2p
wild-type (green 1) and truncation variants (green 2,3), and Ioc4p wild-type (orange 1) and truncation variant (orange 2). Truncation variants are based
on proteolytic fragmentation of wild-type Isw1b complex and subsequent analysis of the fragments by MALDI mass spectrometry and Edman
degradation. Crystallization trials of these yIsw1b complex variants produced the protein crystals depicted (bottom, right).1156 Structure 15, 1156, September 2007 ª2007 Elsevier Ltd All rights reserved
